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IN THE CLAIMS 

Please amend the claims as follows, without prejudice, without admission, without 
surrender of subject matter, and without any intention of creating any estoppel as to pgnivfllpntg- 

I . (Currently Amended) A chaperone polypeptide having refolding activity and 
having an amino acid sequence selected from at least amino acid residues 230-271 but no more 
than residues 150-455 or 151-456 of a GroEL sequence as shown in Figure 7 (SEQ ID NO 10) , 
wherein positions 262 and 267 are occupied by amino acid residues other than alanine and 
isoleucine, respectively, or a corresponding sequence of a chaperone polypeptide, said 
corresponding sequence sharing at least 50% homology with said amino acid sequence. 

2-8. (Cancelled) 

9. (Previously Amended) A polypeptide as claimed in claim 1, wherein the 
chaperone activity is determined by the refolding of cyclophilin A. 

10. (Original) A polypeptide as claimed in claim 9 wherein 8M urea denatured 
cyclophilin A (100[iM) is diluted into lOOmM potassium phosphate buffer pH7.0, lOmM DTT to 
a final concentration of 1 \iM and then contacted with at least l^iM of said polypeptide at 25°C 
for at least 5 min, the resultant cyclophilin A activity being assayed by the method of Fischer G 
etal (1984) Biorned Biochim Acta 43: 1 101 -1111. 

I I . (Previously Amended) A polypeptide as claimed in claim 1 being an hsp60 
polypeptide, or a GroEL polypeptide. 

12. (Previously Amended) A polypeptide as claimed in claim 1 which comprises at 
least an amino acid sequence selected from GroEL residues: 

(a) 191-329, 191-330, 191-331, 191-332, 191-333, 191-334, 191-335, 191-336, 191- 
337, 191-338, 191-339, 191-340, 191-341, 191-342, 191-343, 191-344, 191-345, 
191-346, 191-347, 191-348, 191-349, 191-350, 191-351, 191-352, 191-353, 191- 
354, 191-355, 191-356, 191-357, 191-358, 191-359, 191-360, 191-361, 191-362, 

191- 363, 191-364, 191-365/191-366, 191-367, 191-368, 191-369, 191-370, 191- 

371. 191- 372, 191-373, 191-374, 191-375 or 191-376, or 

(b) 192-329, 192-330, 192-331, 192-332, 192-333, 192-334, 192-335, 192-336, 192- 

337. 192- 338, 192-339, 192-340, 192-341, 192-342, 192-343, 192-344, 192-345, 

192- 346, 192-347, 192-348, 192-349, 192-350, 192-351, 192-352, 192-353, 192- 
354, 192-355, 192-356, 192-357, 192-358, 192-359, 192-360, 192-361, 192-362, 
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. 192 363 192-364, 192-365, 192-366, 192-367, 192-368, 192-369, 192-370, 192- 

« — i93 - m ^-S- — • ^ ,9M45 ' 

13 . (Currently Amended) A m °j 10 °^^ the^ibsence of ATP, the polypeptide has a 
protein refolding activity of more than 50 A ^ prfor t0 

activation, and then determining the specrfic act.v y 
polypep.*>^<^ 

^uence is a polyline sequence- ^ ^ H> wherein te 

agent is thrombin. 
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, • Ait* rlaim 14 wherein the further 

t0 ,00,0,17 to39. . ed)Apo , y pep t ideascla i mea,nc 1 a im nn«»» 9 W^ 
,g. (Currently Amended) A polyp P a ctomtogr aphic matrix, or an 

ia^form.optionallyim^ 
^T^O^Apo^^^ 

^el-mtri^-aceuc acid (NTA)-U 6 a t ed ~ ^ , fced t0 a 

20. (Previously Amended) A polypept.de as clam. 

r 1p— — > Ap — formuiation comprisin 8apol " ptideof 

treatment of disease. , , Theuse „f a polypeptide as defined in claim 1 in the 

31 . (PreviouslyAmended)Theuseo PJT peptide 
^ufactureofamedicamentfordre—tofdtseasea 

structure. 

1» residues 150-455 or 15,-456 of a GroEL *qu ^ . 

corresponding sequence of a chaperone polypept.de, satd 

50% homology with said amino acd sequence. e ^ ^ 
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toactivation, and then determmmgthe speahc 

herein Jseiected -*» - ««~ " ^ E 0JDHU<a Wte* 
sequence of a chaperone polypeptide, 

homology^sa^^ " 
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